. Phylogeny of the outbreak Aspidiotus rigidus Reyne populations in the Philippines based on mtCOI (A) and 24 EF-1 (B) sequences inferred using maximum likelihood. Refer to Table 1 for the corresponding code of each 25 locality (e.g., BS003 sample collected from Basilan). Scale bar represents substitutions per site. Colors represent 26 different haplotypes: mtCOI = 2; EF-1 = 4. Sequence of the morphologically similar coconut scale insect species, 27 Aspidiotus destructor Signoret also collected in the Philippines were included as outgroups. 
